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for sequencing using oligos that are purchased from vendors 
such as IDT Dna or Illumina. This protocol is to cover core 
library preparation for short read sequencing (illumina) and 
long read sequencing (PacBio) using kits purchased from the 
vendors.  
 
Vectors: This protocol is to cover standard kitted library prep- 
no cloning, expression, or modification of genes, and no 
host‑vector systems or regulatory elements are employed. 

Agent Containment: Biological Containment Levels: 
• Semen: BSL-2 
• Mouse Tissue: BSL-1 
• Muscular Tissue: BSL-2 
• Avian Tissue: BSL-1 
• Reproductive Tissue: BSL-2 
• Nervous Tissue: BSL-2 
• Cerebrospinal Fluid: BSL-2 
• Respiratory Tissue: BSL-2 
• Synovial Fluid: BSL-2 
• Skeletal Tissue: BSL-2 
• Saliva: BSL-2 
• Human Derived Blood and Blood Types: BSL-2 
• Mucus Membrane Tissue: BSL-2 
• Endocrine Tissue: BSL-2 
• Amniotic Fluid: BSL-2 
• Cardiovascular Tissue: BSL-2 
• Digestive Tissue: BSL-2 
• Integumentary: BSL-2 
• HEK-293T: BSL-2 
• NA12878: BSL-2 

Applicable NIH 
Guidelines: 

• Section III-F 
• Section III-F-1 

Determination: Modifications Required 
Last day of continuing review period: N/A 
Required modifications: 

• Update the name of the core facility throughout the protocol to reflect the 
recent name change and ensure consistent use of “GMC.” 

• Revise biosafety measures to address the risk of exposure to bloodborne 
pathogens by adding surgical mask use to protect mucous membranes due to 
aerosol generation. 

• Remove the word “personal” from the relevant exposure-response header and 
revise the language to focus on actions taken “in the event of exposure.” 

• Provide agent-specific tissue handling details, including appropriate units (mg 
for solid tissues and volumes for liquid specimens such as CSF), rather than 
duplicative descriptions across agents. 
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• Revise responses related to avian tissue to reflect that IRB oversight does not 
apply and correct inaccurate references to IRB-related sources. 

• Expand the justification for why DURC is not applicable, clarifying that gene 
products will not be manipulated to enhance pathogenicity. 

• Update the r/sNA section (Question 2) to include details on targeted genes or 
indicate whether whole human genome amplification is being performed. 

• Remove or update references to Crown Center, as the Genome Center is no 
longer located at that site. 

Comments: 
The Chair provided an overview of the protocol. 
 
A member requested that the name of the core facility be updated throughout the 
protocol to reflect a recent name change. The document should be revised to use 
“GMC” consistently. 
 
A member noted that the primary risk to laboratory personnel is exposure to 
bloodborne pathogens, either through aerosol generation or sharps (e.g., pipette tips). 
Given the aerosol risk, the committee recommended that staff also wear surgical 
masks to protect mucous membranes. 
 
A member requested that the word “personal” be removed from the relevant header 
and that the language focus on “in the event of exposure.” It was also noted that the 
IBC Researcher User Guide will be updated to reflect this change. 
 
Regarding tissue amounts and details, the committee noted that the descriptions 
currently appear to be duplicated across agents and lack specificity. The protocol 
should be revised to provide agent-specific details, including appropriate units (e.g., 
mg for solid tissues and volume for liquid specimens such as CSF). 
 
For avian tissue, the PI indicated IRB review; however, the committee clarified that 
this would not fall under IRB oversight and that the response should be revised. The 
referenced IRB-related source is also inaccurate and should be corrected. 
 
The committee requested a more detailed justification for why DURC is not 
applicable, including clarification that gene products will not be manipulated to 
enhance pathogenicity. 
 
In the r/sNA section (Question 2), additional detail is required describing the genes 
targeted or whether whole human genome amplification is being performed. 
 
The committee noted that references to Crown Center must be updated, as the 
Genome Center is no longer located at that site. 








